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Suppl. fig. 1: Scatter plots corresponding to the top four features of patients not admit-
ted to hospital (community); categorized by whether tested positive (red) or negative
(blue) to rt-PCR SARS-CoV-2 test. Dark colours represent averages and error covari-
ance ellipses correspond to 1 standard deviation.
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Suppl. fig. 2: Scatter plots corresponding to the top four features of patients admitted to
hospital (regular ward); categorized by whether tested positive (red) or negative (blue)
to rt-PCR SARS-CoV-2 test. Dark colours represent averages and error covariance
ellipses correspond to 1 standard deviation. MPV; mean platelet volume, RBC; red
blood cells.
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Suppl. fig. 3: Profile of Red Blood Cells and Platelets from patients in Regular Wards
testing positive (red dot) or negative (blue dot) to rt-PCR for SARS-CoV-2. The dif-
ference in means; RBC; red blood cells, RBC DW; red blood cell distribution width,
MPV; mean platelet volume.
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